Aims 1)To investigate the clinical phenotypes and demographic characteristics of affected sibling pairs (ASPs) with juvenile idiopathic arthritis (JIA)
2)To provide an international resource of JIA DNA samples and a base of knowledge from which all genes contributing to the pathogenesis of JIA can be identified.
Methods
This is a cross-sectional multicentric study in which all paediatric rheumatology centres belonging to the PRINTO network were asked to participate. PRINTO asked to provide demographic and clinical characteristics of the ASPs through electronic format and to collect DNA samples of JIA familiar cases, including all first degree relatives, deriving from the different centres. Table 1 . Demographic, clinical features and concordance between the sibs (2 or more within the same family) of the 106 individual affected sibpairs with JIA
Results

Conclusion
Preliminary results confirm the findings of earlier studies showing familial aggregation of clinical features among ASPs. In our study we observed high concordance of the presence of antinuclear antibodies (ANA), providing evidence for a genetic background in this disease. The DNA samples collected will allow to develop future studies on JIA. Filocamo et al. Pediatric Rheumatology 2011, 9(Suppl 1):P193 http://www.ped-rheum.com/content/9/S1/P193
